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CCAATTAGTCCCATTGAAACTGTACCAGTAAAATTAAAGCCAGGAATGGATGGCCC
AAAAGTTAAACAATGGCCATTGACAGAAGAGAAAATAAAAGCATTAACAGCAATTTG
TAAAGAAATGGAAGAGGAAGGAAAAATTACAAGAATTGGGCCTGAAAATCCATATAA
CACTCCAGTATTTGCTATAAAAAAGAAGGACAGTACTAAGTGGAGGAAATTAGTAGA
TTTCAGGGAACTCAATAAAAGAACTCAAGACTTTTGGGAAGTTCAATTAGGAATACC
ACACCCAGCAGGGCTAAAAAAGAAAAAATCAGTGACAGTGCTTGATGTGGGGGAT
GCATATTTTTCAATCCCTTTAGATGAAAGCTTCAGGAAATATACGGCATTCACCATA
CCCAGCATAAACAATGAAGCACCAGGGATTAGATATCAATACAATGTGCTTCCACA
GGGATGGAAAATCTCACCAGCAATATTCCAGAGTAGCATGACAAGAATCTTAGAGC
CCTTTAGGAAACAAAACCCAGACATAGTTATCTATCAATATATGGATGACTTGTATG
TAGGATCTGACTTAGAAATAGGGCGACATAGAGCAAAAATAGAGGAGCTAAGAGAA
CACCTATTGAGATGGGGGCTTACCACACCAGACAAGAAACATCAGAAAAAACCCCC
ATTTCTTTGGATGGGGTATGAACTCCATCCTGACAAATGGACAGTACAGCCTATACT
GCTGCCAGAAAAGGATAGCTGGACTGTCAATGACATACAGAAGTTAGTGGGAAAAT
TAAACTGGGCCAGTCAGATTTACCCAGGGATTAAAGTAAGGCAGCTGTGCAAACTC
CTTAGGGGAGCCAAAGCATTAACAGACATAGTACCACTGACTGAAGAAGCGCCAAT
TAGTCCCATTGAAACTGTACCAGTAAAATTAAAGCCAGGGATGGATGGCCCAAAAG
TTAAACAATGGCCATTGACAGAAGAGAAAATAAAAGCATTAACAGCAATTTGTAAAG
AAATGGAAAAGGAAGGAAAAATTACAAAAATTGGGCCTGAAAATCCATATAACACTC
CAGTATTTGCTATAAAAAAGAAGGACAGTACTAAGTGGAGAAAATTAGTAGATTTCA
GGGAACTCAATAAGAGAACTCAAGACTTTTGGGAAGTTCAATTAGGAATACCACAC
CCAGCAGGGTTAAAAAAGAAAAGATCAGTGACAGTGCTTGATGTGGGGGATGCATA
TTTTTCAATCCCTTTAGATGAAAACTTCAGGAAATATACTGCATTCACCATACCTAGC
ATAAACAATGAAGCACTAGGGATTAGATATCAATATAATGTGCTTCCACAGGGATGG
CCAAAGCACTAACAGACGTAGTGCCACTAACTGAAGAACCAATTAGTCCCAAAGCA



Model



Two types of hidden states

States with geometric duration (diamonds on previous figure)

States that can generate arbitrary sequences of observed states
(circles)





A version of the forward algorithm for this model





Evaluating performance

Sensitivity (Sn): TP/AP

Specificity (Sp): TP/PP

Correlation coefficient (CC):

Approximate correlation (AC):



Performance on arbitrary genomic DNA sequence


